Design and Analysis Software — Desktop & Online

e One experience for both desktop or online workflows

e Desktop version is compatible with PC and MAC computers

e Supports flexible decision making process — no experiment type
e Enables gene expression and genotyping on same run

e Take template driven approach for easy use and learning

e Interactive data visualization
e Streamlined QC
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Landing Page

DA Design & Analysis

Recent data files View all

RTM Superplasmid Titration...
Apr 4, 2019, 10:49:38

* QuantStudio™ 7 Pro

Design & An
@ Help ~ & System >
Recent list of data files — system remembers the file locations
SSO_GTinAQ_7Pro_2019031... RTM Superplasmid Titration... RTM Superplasmid Titration...
Mar 28, 2019, 09:50:4 Apr 3, 2019, 10:33:39 Apr 3, 2019, 11:07:01
* QuantStudio™ 7 Pro * QuantStudio™ 7 Pro * QuantStudio™ 7 Pro
96-Well 0.2-mL * 96-Well 0.2-mL * 96-Well 0.2-mL
No analysis module ‘ . &jtandard Curve ‘ . No analysis module ‘
* Standard * Standard

* 96-Well 0.2-mL .
* Standard Curve .
« Standard » ‘Fast

Set up a plate file, view data, or view instruments

SET UP PLATE

a8

VIEW DATA

MANAGE INSTRUMENTS

Pre-run setup
workflow

*.edt = “plate
file”

Post-run data review workflow

I nstrument-oriented
features

* eds = “data
file”
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Pre-Run Plate Setup

Design & Analysis €

My

Properties

Instrument
QuantStudio™ 6 Pro
QuantStudio™ 7 Pro

Block
96-Well 0.1-mL
96-Well 0.2-mL
384-Well
TLDA

Run Mode
Fast
Standard

Analysis
Standard Curve
Genotyping
Presence Absence

Relative Quantity

Clear all

4

Standard Curve

QuantStudio™ 6 Pro
96-Well 0.2-mL
landard Curve
Standard

Relative Standard Curve

* QuantStudio™ 6 Pro
6-Well 0.2-mL

* Relative Quantity
 Standard

Comparative Ct

QuantStudio™ 6 Pro
96-Well 0.2-mL
Relative Quantity
Fast

Meilt Only

* Quar |(\_|lud|o ™ 6 Pro
* 96-Waell mi

* No analysis n'odu\é‘
* Fast

Presence/Absence

* QuantStudio™ 7 Pro
* 96-Well 0.2-mL

* Presence Al

e Standard

2 > Go To Page

Filter for templates

[ee ]

Comparative Ct

QuantStudio™ 6 Pro
il 0.2-mL

ve Quantity
Standard

Melt Only

QuantStudio™ 6 Pro
el 0.2-mlL

No analysis module
Standard

s

Standard Curve

* QuantStudio™ 7 Pro
* 96-Well 0.2-mL
tandard Curve

* Fast

PCR with Melt

* QuantStudio™ 6 Pro
* 96-Well 0.2-ml

« No analysis module
* Fast

Genotyping

* QuantStudio™ 7 Pro
* 96-Well 0.2-mL

* Genotyping

« Standard

Presence/Absence

* QuantStudio™ & Pro
96-Well 0.2-mL
5 nce Absence
* Standard

PCR with Melt

* QuantSt (ud»u"" 6 Pro
96-Wel mil.

* No analysis module

* Standard

Genotyping

Studio™ 6 Pro
e 05miL
Genotyping

Fast

e

Standard Curve

* QuantStudio
* 96-Well 0.2-mL
= Standard Curve
* Standard

7 Pro

Relative Standard Curve

* QuantStudio™ 7 Pro
* 96-Well 0.2-mL
» Relative Quantity

@ Help ~ &

stem ~

(e

Open File...
Last use

Genotyping

QuantStudio™ 6 Pro
96 L

96-Well 0.2-m
Genotyping
Standard

Standard Curve

* QuantStudio™ 6 Pro

6-Well 0.2-mL
* Standard Curve
* Fast

Relative Standard Curve

* QuantStudio™ 6 Pro

* 96-Well 0.2-mL
* Relative Quantity
* Fast

Comparative Ct

* QuantStudio™ 7 Pro
* 96-Well 0.2-mt

* Relative Quantity

« Standard

Melt Only

* QuantStudio™ 7 Pro
= 96-Well 0.2-mL

. module
* Standarc

Show[ 20 v | of 28 Results
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Pre-Run Plate Setup

Design & Analysis €

DA Plate Gallery @ Help v & ¢

stem ~

(e

My

My Plate Files = customized .edt file :

Open File...
...'l.. Last use
Properties Nay »
Stay Curve Comparative Ct Presence/Absence Genotyping
Instrument
* QuantStudio™ 6 Pro * QuantStudio™ 6 Pro * QuantStudio™ 6 Pro * QuantStudio™ 6 Pro
& o * 96-Well 0.2-mL Well 0.2-mL * 96-Well 0.2-mL * 96-Well 0.2-mL
QuantStudio™ 6 Pro andard Curve Slative Quantity F rce Absence Genotyping
QuantStudio™ 7 Pro e Standard * Standard e Standard * Standard
Block
96-Well 0,1-mL
96-Well 0.2-mL Relative Standard Curve Melt Only PCR with Melt Standard Curve
384-Well * QuantStudio™ 6 Pro ¢ QuantStudio™ 6 Pro * QuantStudio™ 6 Pro * QuantStudio™ 6 Pro
TLDA 6-Well 0.2-mL - Well 0.2-mL 96-Well 0.2-mL 6-Well 0.2-mL
» Relative Quantity @ . No analysis module @ « No analysis module @  Standard Curve @
Run Mode  Standard « Standard * Standard « Fast
Fast
Standard
Analysis Comparative Ct Standard Curve Genotyping Relative Standard Curve

S 2 * QuantStudio™ 6 Pro e . Studio™ 6 Pro * QuantStudio™ 6 Pro
Standard Curve * 96-Well 0.2-mL * QuantStudic™ 7 Pro - % Well 0.2-mL e 96-Well 0.2-mL
Genotyping *» Relative Quantity * 96-Well 0.2-mL * Genotyping « Relative Quantity

- * Fast » Standard Curve * Fast e Fast
Presence Absence o ot
Relative Quantity
Clear all Melt Only PCR with Melt Standard Curve Comparative Ct

* QuantStudio™ 6 Pro * QuantStudio™ 6 Pro o QuantStudio™ 7 Pro * QuantStudio™ 7 Pro
* 96-Wall 0.2-ml * 96-Well 0.2-ml * 96-Wall 0.2-ml » 96-Well 0.2-mt
* No analysis module * No analysis module  Standard Curve * Relative Quantity
* Fast * Fast * Standard * Standard
Presence/Absence Genotyping Relative Standard Curve Melit Only
* QuantStudio™ 7 Pro * QuantStudio™ 7 Pro * QuantStudio™ 7 Pro * QuantStudio™ 7 Pro
* 96-Well 0.2-mL * 96-Well 0.2-mL * 96-Well 0.2-mL * 96-Well 0.2-mL
* Presence Al Ice * Genotyping * Relative Quantity - module
e Standard  Standard  Standard * Standarc

() 2 > GoToPage ‘ Go | Show[ 20 v | of 28 Results
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Pre-Run Plate Setup

My

Properties

Instrument
QuantStudio™ 6 Pro
QuantStudio™ 7 Pro

Block
96-Well 0.1-mL
96-Well 0.2-mL
384-Well
TLDA

Run Mode
Fast
Standard

Analysis
Standard Curve
Genotyping
Presence Absence

Relative Quantity

Clear all

Files

Standard Curve

o™ 6 Pro
2-m|
landard Curve
Standard

Relative Standard Curve
* QuantStudio™ 6 Pro
Well 0.2-mL.

ative Quantity
andard

Comparative Ct

QuantStudio™ 6 Pro
96-Well 0.2-mL
Relative Quantity
Fast

cene

Meit Only

antStudio™ 6 Pro
Well ml
module

Presence/Absence

* QuantStudio™ 7 Pro

* 96-Well 0.2-mL
resence Absence

e Standard

g Go To Page

=3

Design & Analysis Software

Comparative Ct

* QuantStudio™ 6 Pro
* 96-Well 0.2-mL
elative Quantity

« Standard

Melt Only

QuantStudio™ 6 Pro
Well 0.2-mL

o analysis module
Standard

Standard Cuirua

Quick start

(]

(]

Quick start in new window

Create in new window

* 96-Well 0.2-ml
* No analysis module
* Fast

(]

Presence/Absence

PCR with Melt

. Q
O

antStudio™ 6 Pro
Well 0.2-m

m
module

Genotyping

* QuantStudio™ 6 Pro
* 96-Well 0.2-mL
« Genotyping

Standard Curve

* QuantStudio™ 7 Pro

* 96-Well 0.2-ml
Standard Curve

& Standard

(]

@ Help ~

Open File...
Last use¢

Genotyping

* QuantStudio™ 6 Pro
96-Well 0.2-ml

Standard Curve

* QuantStudio™ 6 Pro
6-Well 0.2
andard

Relative Standard Curve

* QuantStudio™ 6 Pro

& System ~

Actions ~

nL
3enotyping
tandard

mL
rve
* Fast

i6-Well 0.2-mL
* Relative Quantity
e Fast

Comparative Ct

tStudio™ 7 Pro

lative Quant

Open a plate file in the same window or in a
new window. Open multiple plate files
concurrently.

tudio™ 7 Pro

Show| 20 v

Waell 0.2-mL
tandard

0.2-mL
module

of 28 Results
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Pre-Run Plate Setup

My

Properties

Instrument
QuantStudio™ 6 Pro
QuantStudio™ 7 Pro

Block
96-Well 0.1-mL
96-Well 0.2-mL
384-Well
TLDA

Run Mode
Fast
Standard

Analysis
Standard Curve
Genotyping
Presence Absence

Relative Quantity

Clear all

Standard Curve

QuantStudio™ 6 Pro
96-Well 0.2-mL
landard Curve
Standard

Relative Standard Curve

* QuantStudio™ 6 Pro
6-Well 0.2-mL

* Relative Quantity
 Standard

Comparative Ct

QuantStudio™ 6 Pro
96-Well 0.2-mL
Relative Quantity
Fast

Meilt Only

* Quar |(\_|lud|o ™ 6 Pro
* 96-Waell mi

* No analysis n'odu\é‘
* Fast

Presence/Absence

* QuantStudio™ 7 Pro
* 96-Well 0.2-mL

* Presence Al

e Standard

2 > Go To Page

[ee ]

Design & Analysis €

Comparative Ct

QuantStudio™ 6 Pro
il 0.2-mL

ve Quantity
Standard

Melt Only

QuantStudio™ 6 Pro
el 0.2-mlL

No analysis module
Standard

s

Standard Curve

* QuantStudio™ 7 Pro
* 96-Well 0.2-mL
tandard Curve

* Fast

PCR with Melt

* QuantStudio™ 6 Pro
* 96-Well 0.2-ml

« No analysis module
* Fast

Genotyping

* QuantStudio™ 7 Pro
* 96-Well 0.2-mL

* Genotyping

« Standard

Presence/Absence

* QuantStudio™ & Pro
96-Well 0.2-mL
5 nce Absence
* Standard

PCR with Melt

* QuantSt (ud»u"" 6 Pro
96-Wel mil.

* No analysis module

* Standard

Genotyping

Studio™ 6 Pro
e 05miL
Genotyping

Fast

e

Standard Curve

* QuantStudio
* 96-Well 0.2-mL
= Standard Curve
* Standard

7 Pro

Relative Standard Curve

* QuantStudio™ 7 Pro
* 96-Well 0.2-mL
» Relative Quantity

@ Help ~ &

stem ~

(e

Genotyping

QuantStudio™ 6 Pro
96 L

* 96-Well 0.2-m
Genotyping
* Standard

Open file to use plate
file from other sources

Relative Standard Curve

* QuantStudio™ 6 Pro

* 96-Well 0.2-mL
* Relative Quantity
* Fast

Comparative Ct

Quar o™ 7 Pro

96-Waell 0.2-mL
Relative Quantity
Standard

)

Melit Only

QuantStudio™ 7 Pro

96 \NuH 0.2-mL
module
Standarc

)

Show[ 20 v | of 28 Results
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My

Properties

Instrument
QuantStudio™ 6 Pro
QuantStudio™ 7 Pro

Block
96-Well 0.1-mL
96-Well 0.2-mL
384-Well
TLDA

Run Mode
Fast
Standard

Analysis
Standard Curve
Genotyping
Presence Absence

Relative Quantity

Clear all

Standard Curve

QuantStudio™ 6 Pro
96-Well 0.2-mL
landard Curve
Standard

Relative Standard Curve

* QuantStudio™ 6 Pro
6-Well 0.2-mL

* Relative Quantity
 Standard

Comparative Ct

QuantStudio™ 6 Pro
96-Well 0.2-mL
Relative Quantity
Fast

Meilt Only

* Quar |(\_|lud|o ™ 6 Pro
* 96-Waell mi

* No analysis n'odu\é‘
* Fast

Presence/Absence

* QuantStudio™ 7 Pro
* 96-Well 0.2-mL

* Presence Al

e Standard

2 > Go To Page

Pre-Run Plate Setup

[ee ]

Design & Analysis €

Comparative Ct

QuantStudio™ 6 Pro
il 0.2-mL

ve Quantity
Standard

Melt Only

QuantStudio™ 6 Pro
el 0.2-mlL

No analysis module
Standard

s

Standard Curve

* QuantStudio™ 7 Pro
* 96-Well 0.2-mL
tandard Curve

* Fast

PCR with Melt

* QuantStudio™ 6 Pro
* 96-Well 0.2-ml

« No analysis module
* Fast

Genotyping

* QuantStudio™ 7 Pro
* 96-Well 0.2-mL

* Genotyping

« Standard

Presence/Absence

* QuantStudio™ & Pro
96-Well 0.2-mL
5 nce Absence
* Standard

PCR with Melt

* QuantSt (ud»u"" 6 Pro
96-Wel mil.

* No analysis module

* Standard

Genotyping

Studio™ 6 Pro
e 05miL
Genotyping

Fast

e

Standard Curve

* QuantStudio
* 96-Well 0.2-mL
= Standard Curve
* Standard

7 Pro

Relative Standard Curve

* QuantStudio™ 7 Pro
* 96-Well 0.2-mL
» Relative Quantity

Search the plate file of interest "

@ Helg

Last use

Genotyping

QuantStudio™ 6 Pro
96 Il 0.2-mL

Genotyping
Standard

Standard Curve

* F

QuantStudio™ 6 Pro
5-Well 0.2-mL

‘:tav wdard Curve

ast

Relative Standard Curve

QuantStudio™ 6 Pro
6-Well 0.2-mL
Relative Quantity
Fast

Comparative Ct

* QuantStudio™ 7 Pro
* 96-Well 0.2-mt

* Relative Quantity

« Standard

Melt Only

* QuantStudio™ 7 Pro
= 96-Well 0.2-mL

. module
* Standarc

-

stem ~

(e

Open File...

(]

Show[ 20 v | of 28 Results
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Plate File - Run Method

I!I Plate Gallery > Testing_2019-04-05-0367.edt

Change attrlbuteS Of the Run Method Plate Setup Run Summary Choose the anaIySIS
thermal protocol but module(s) used for
nOt the inStI’LI m ent ' — ‘ Instrument: QuantStudio™ 6 Pro  Block: 96-Well 0.2-mL  Run Mode: Standard | Analysis Module: . et nmnn . the data
m Odel ! bIOCk Or ru n Reaction Volume | 50.0 ML Heated Cover Temperature | 105.0 oG Enable Heated Cover N one iS needed for Cq
mode. value only.
Hold PCR
95°C 95°C
1.6 °'C/S
15l ;“;;““ ;"g" 16.°CIs e Analysis Modules|
50 °C
00:01:00 Standard Curve
Lo coiee o -] ﬁ Genotyping (Not Installed)
*E Presence Absence (Not Installed)

Relative Quantity (Not Installed)

Option to save the

image g [ o

40x |1l
Q Data Collection On Data Collection Off £ Advanced Setting
m Pause On {I] Pause off V' VeriFlex™ A Auto Delta
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Plate File - Plate Setup

« Three methods for well assignment * Navigationassistant
1. Excel style data entry, including copy & paste plate 1. Continuous zoom scale
layout or just sample/target list 2. Thumb nail view of plate layout by
2. Conventional “define & assign” sample/target
3. Import from csv 3. Print plate layout by xls export
n Plate Gallery » FAS Training_GX_RFID.edt @ Heip » & System -
Run Metho Plate Setup  Run Summar [ Actions v'|
- >
e @ ¢ & & & & & o ¢ o o
®© 06 060606 060060 0 0 0
®© 06 060606 00060 0 0 0
Manage Dyes ® © ® & & & & o o o o o
®© © 00606 060 00 0 0 0
s G ED E B Eo Eo B & e v s
— Fip Plate Setup Name & Color Type s Quantity 3 (®)
= &S &S & e (e (e (E (G Import Alf = i e ®
=9 Print Layout o : i ®
— B Piacen ° ®
5 5 ES S = =i = 5 - 553 - 2 95 - Placent ® NTC ®
e = o
“~  Targets (4)
® FAM NFO-MGE
] NF-}
s ® Al NFO-MGE
CTB [ ] NFC
ThermoFisher
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Plate File - Plate Setup

e Eachsample has a sample type
* Define the purpose of the sample on the plate

« System will set the “task” (definition as is) based on the sample type. User can change it on as needed basis,
e.g. unknownor NTC.

n Plate Gallery » FAS Training_GX_RFID.edt @ Hep~ 1 System ~
RunMethod  Plate Setup  Run Summary | Actions. |
= |

Save As..
- ® & & & & & 6 &6 0 .. ...
c® ® @ @ @ & & o o
" ® ® ® © © ® 0 0 O i
:® ® & @ @ ® & o o
9 @ 0 ® @ ® @ 0 0 ..
- Analy:
B - = e o Sanw B
- - Name = Color Type = Quan Bxport
=D G — E - - = io AT ® ' I
@ R
& ®
ol i =) @ G _ € Ex = ; ®
LN S sl s =l el i = K ®
w
v Targets (4)
Target & Color Reporter 3 [+] h Task
o ® o
o Fa C
®
®
=y — Passive Reference
-
439 ThermoFisher

SCIENTIFIC



Plate File - Plate Setup

e Add targetand SNP to the same plate

e Addto My Plate library for re-use

* Flip plate setup — to accommodate change of plate orientation

« Use keyword tags as searchable terms for the plate in the gallery

“ Plate Gallery » FAS Training_GX RFID.edt @ Help »  £¥ System =
Run Method Plate Setup Run Summary Actions v
- 1 Save
i Target 3 E sse
7 : B T : : : B 5 -‘" = Undo Save As...

Add to My Plates
Redo

@
o
‘ Plate Information...
|
Manage Dyes @

Analysis Modules...

=z Brer NS ) o Pee P gty || N Analysis Setting...
DR (e G o) ( sy %) Gora x) G [ETID) Goan ) (oo« | Pl S
. R - - - - mDOf't ate Etup r Type ¢ Quan Export..
T i ) e ) (o =) — — o e T Coan =) Export Plate Setup = Export to RDML...
R — = = = i [ Flip Flate Setup ] oo ® ¥
Unknown ®
( G B | G |2 |G |2 | & |G Import AIF N ®
e Zan ez (. Pazez 2T Sazama f2 T NTC e NTC ®
) = G = G= ( ) G=2 == ) G=2 Ge= = Ge=o) Prll"\t I_ayout
: : . = - »
won e A e z =
G o) Gz - = -) D) G=o = G= o G= CGc= =) =) G=2
v  Targets (4)
Target & Color Reporter ¥ Quencher = Task +
STMN1 ] FAM NFQ-MGB Unknown
IGF2 [ FAM NFQ-MGB
18s &) FAM NFQ-MGB
ACTB 5] FAM NFQ-MGB
» -
[ Search or add a tag ] - ——— = 55% "m, Passive Reference ROX =
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Run Summary - Quick Check Before You Go

*  Run Summaryisdesigned for two
objectives:

* Review the setup ataglance — Run
Method & Plate setup

» Send the platefile to the connected
instrument (aka run queue)
* Run queue (desktop version only)
Check the instrument(s) available
2. Select the instrument(s) of interest

Send the platefile to the selected
instruments

4. Theplate file will show up in the “run
queue”

“ Plate Gallery » Untitled @ Help = & Sy
RunMethod  Plate Setup  Run Summary Actin it
1. Review Method >
2. Pl g 0 0
= ’ Tips: this is available for
3. Save Plate File v
— desktop only. For Thermo

Fisher Connect user, plate files
will automatically show upon
the touchscreen upon login.

I
Send to Run Queue

4, Start and monitorarun  ~

1. Go to instrument and load this file.
2. Insert your plate, then start the run.
3. If you want to monitor your run, visit the Instrument Console page.

4. If you want to start another run, go to the Plate Gallery page.
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Run Queue File Workflow in Collocated Configuration

Tips:”runqueue”could workin
similar fashion with networked
configuration, for instrumentson
the same LAN.

Tips: use “networkdrive”to
designate thedatafile location,
Finish platefile whichshouldbe afile folderon the

setup collocated computeraccessibleto
the instrument.

Instrumentmust be addedto the
DA softwarebeforehand.

Sendto “Run

Retrievedatafile
from the specified
folder

Queue”

send datafileto a
specifiedfolder on
collocated computer

platefile showsin
"run queue”

runplate
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Post-run View Data

« Data result view can be customized to include up to 4 sections in Quality
Check window.

n Data Gallery > Hands-on_AQ_7Pro_0.2ml_2019-04-09.eds [T @Hspv & System v
thod ate Setuf un Summary  Quality Check  Standard Gurve m | Actions v }
i QC Layout Setting...
Sample Type Color By: | Sample - Am o - 13
2 3 4 5 3 7 8 : 10 1" 2
Amplification Plot
O 000 000000 0
Negative Gonirol —
Dfence 0 0000000 0O® =
: O 000 0000000 | O T L
— : O 00000 0 0 0 0 0 -
E e o o o e ° e o e o e Cosbotion par fild Siati siw By dimppin] of B fnai opfiris 5o 1R e e
= O 00000 O O O OO
ot - 00000000000 e -
: 0O 000O0OOOOODO O ceke -’ .
® 10000 ® 15825 ® 2500 ® 1908 ® ax ® nTC : 1oeee , : 182 @ = ® o ® e . e :::: ""
® Unoonn 1 ® Uniwown 2 Unknown Unknown 2 4
W S Bz
Multi Component Plot - 13 E
Well ¢ Omits Sample & Sample Type & Target & Dyes® B Multicomponent Plot Wil Tapam
a2 10000 Standard RNase P — /
800K —
. v B i858 _—
) ; =::: Feal Taciy L)
A 0000 ndard RANase P é Flan
s
As nca RNase P -
I 0000 andard RNase P
2-: x ]'E
0 a RiNass P -
Cycle Mo oo Latmin S “
GoToPage Go show| s00 + | of 88 Resuns ® rau ® rox =
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Review Data Faster with New Navigation Tools

DA Data Gallery > UX multiplex QC_2019-02-15.eds £ Help ~ % Systam ~

Qc Alerts 10/96 wells ( 10
Sample T H erts wells ( curves affected )

Negative Control Color By:

Sample

%

- - SIS Amplification Plot = | ST © NS T - S
Unknown

QcC Alerts Amplification Plot

Step 2: Hover or select any well, row, or —
curve onthe screento seeall corresponding Cycle
dataindifferent visualization.

1 2 a + 5 s 5 0
Result Quality o.oooo.-f\%.o. e =
e 0090000000000 nano
Search samples - -
= O 0000O6®¢F "0006 . P
S 7
T ONO0000 O 00 E
Glear al o.ooo&- AW W
f/"
090040

AP ® KRrT @ PPiA
H
et kO aQ - KX e
9 g 2 Multicomponent Plot
Step 1 Fllter to plnp0|ntdata ‘ample ¢ Sample Type Target & cas Am ]
ofinterest in UHR cD... Unknown GFAP Undetermined v
ach in Brain GONA Unkncwn ALB Undetermined '
3
§
AT ALE in Brain cONA Unknown PPIA 28.696 2
3
AR ALS in liver GDNA Unknawn ALB 19.956 Z
B ALS in liver GONA Unknawn PRIA 27.730
Ao ALB in UHR cDNA Unknawn ALB 23.124
A8 ALB in UHR cONA Unknown PRIA 23.663
Cycle
S ® ram ® ROX ® vic
G2 Go To Page Go Show | 500 ~ | of 192 Resulls
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Cq Confidence and Amp Score

Cq Confidence vs Amp Score?
Amp Score: Measure of amplification itself. Does the curve look like it can produce a Cq value?

Cqg Confidence: Answersthe questions of “once you have amplification, how reliable is your Cq value?
Measured in context of the amplification curve itself, not the relationship to other curves.

Very Reliable Cq
— } Very Confident

—0.95

0 s } Should be OK

‘?’; | } Have a look

S M—05

S

= Not to be trusted
o

© l—o
Unreliable Cq
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Curve QC — Quick Method to Screen out Unreliable Data

& Help = £ System «

“ Data Gallery » PPIA Assay Modified Plate- QS7 Pro_20190402_071733.eds

Run Method Plate Setup Run Summary Quality Check Standard Curve Actiond | I8
Sample Type I A QC Alerts 4/96 wells ( 4 curves affected )

Standard Amplification Plot - | U

nknowrn - H

R Apitcation Pt e [ —— Tip: System sh owsa QC alertif
ac Alerts T N . curve quality is questionable based

Curve Qualit 9:900%1 i i
Dlonsiyet » . on proprietary algorithm.

- = 0.400 - A3 Dilt Standard RNaseP
Targets 'é — Standard RNaseP
= 0.200 AS o

e » | Tip: Dissmiss the message and/or use

o

AT

the filter or the table to pinpoint the

& s pos curve(s) in question.
Calor By: | Sample - 2 e A9 Unknown2 Unknown RNaseP
1 2 3 4 5 8 7 a8
A0 Unknown2 Unknown RNaseP
- 90O OL1® ® @
& o e ° o o o o o Al Unknown2 Unknown RNaseP
c e e e ° o o o o 0 g Unknown RNaseP
Wells with issues
- 00000000 S
also marked on plate
" 090000000 o
" @P®®®0000
= 3 e . B3 Dilz Standard RNaseP
- 00000000
" 00000000 @ > cowrue s (@] swaom ) crseremns
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Curve QC — Quick Method to Screen out Unreliable Data

“ Data Gallery > PPIA Assay Modified Plate- QS7 Pro_20190402_071733.eds

Run Method

Sample Type
Standard
Unknown
Negative Control

QC Alerts
Gurve Quality
Result Quality

Samples

S samples

Targets

Search targets

Clear all

Plate Setup

Run Summary Quality Check Standard Curve

A\ QC Alerts 10/96 wells ( 10 curves affected )

Settings

rOa Qs -

Amplfication Piot -
Amplification Plot General X Axis Y Axis
Plot Title: Amplification Plot
0.600
0.500 Color By: Sample
0.400
& Y Value ® ARn Rn
B
0.300
Y Scale: Linear
0.200
0.100 Font: Avrial
[—
T f T T T T T .
5 10 15 20 25 30 s Show: Legend Cq Mark
Cycle
Color By Sample -

[}

:
00990006
00990006
00290006
00790006
00000066
00000066
00000066

000000e6-

Reset Setting

oz

Unknown2_Twist2

02000000
©0:-000000
0:200000-a.
0:-00000

@

@ Help v & System v

Replicate Group v e

Numof.. €qMean Cq SD
4 30.004 0.211
4 15117 1.130
8 14.194 0.049
4 14.568 0.571
24 15.166 0.114
20 14.210 0,105
8 16.191 0.086

4 15 05 o

Y ou may want to look at individual curves,
but always within its replicate context.

Go To Page

T T867 0.243
4 18.751 0.217
4 15.164 0.155

Go Show| 500 | of 13 Results
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Curve QC — Quick Method to Screen out Unreliable Data

am w

“ Data Gallery > PPIA Assay Modified Plate- QS7 Pro_20190402 071733.eds [IETEIET @ Help » &

Standard Curve [ Actions Vv

Run Method Plate Setup Run Summary Quality

A\ QC Alerts 10/96 wells ( 10 curves affected )

Sample Type
Standard Amplification Plot - KM Q@ Q [ e Well Table v e
Unknown
Negative Control Amplification Plot Well Omit ... Sample = Amp Score .. Cq Conf* Cq# Amp Status
Qc Alerts ]
c3 Dil3 0.997 0.949 22.063 Amp
Curve Quality 0.600 -
Result Quality T Dil3 1.005 0.962 21.604 Amp
Samples
0.400
samples - = -
— Replicates are shown asyou select each
argets L
T curve for review. Unselected wells of the
replicated are shown in dash lines
Clear all
-
s Unknown2_Twist1 0.985 0.942 15.309 Amp
| Unknown2_Twist1 0.967 0.867 13.448 Amp
Color By:  Sample - Target RNaseP
Dye FAM-NFQ-MGB B
‘ 3 5 - Cq 13.448 c1i Unknown2_ Twist1 0.954 0.797 16.793 Amp
= . ' . . ! Y = Well C10 ciz Unknown2_Twist1 0.965 0.852 15.829 Amp
Sample Unknown2_Twist1 (Unknown)
. o ° o ° g g B e, —— D1 Dil4 1.008 0.974 26.082 Amp
- ° o ° o o o o o ° “ D2 Dile 1.003 0.085 26.227 Amp
- 0000000000
D3 Dil4 0.999 0.947 26.298 Amp
" 0909090000000
D4 Dil4 1.002 0.959 26.216 Amp
" ®®® 000000
D5 Unknown1 1.008 0.942 14.152 Amp
- 0000 0O0O0O0
H o o o o o o o ° o o Q) Go To Page Go} Shuw[ 500 v]otganesuns
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Result QC — Configurable Evaluation Based on Content

e Create a set of evaluation criteria for the data based on assay design or run objective

« System will apply criteria to the data automatically instead of visual inspection, reducing subjectivity and
errors

* Result QCcanbe setup in pre-run.

Iu Data Gallery » UX_multiplex_QC_2019-02-15.eds @ Help v & System v
n Methad Plate Setur Run Summary Quality ch m‘ Actions Vv
Analysis Setting SphTiie A QC Alerts 8/8 wells (8 curves affected )
Negative Control Color By: | Sampie - I Ampification Piot . [y Q Q B
General Target Cr Well Ct QC Alerts S
Qc Alerts Amplification Plot
Curve Quality Results Quality & ity “ o
Results Quality Alert Settings " Samples r ° 300
Acceptance criteria for target All Target: 200+
\
Sample Type Target @ Targets & 10034
Cq should be Expresse: 1 7
Negative Control All Targets ® o). o . ;X/’/ .
Cq Value Range 40 ; py —— =
Clear all 2 !
Cq Confidence Range o ° Cycle
' ° o ® A ®: ec e ®E
Cq Standard Deviation Range o ®c oH
@ GFAPIPPIANTC @ KRT1/PPIANTC
Amp Status amp @
Amp Score Range Well ¢ Sample ¢ Target ¢ Dyes ¢ Cqvt Amp Status ¢ Curve Quality & Result Quality Issues &
/ . Delta Rn Raﬂqe At GFAP/PPA NTC g Co PPIA VIC-NFQ-MG8 37.634 Amp
R esu It Q C IS SEt to B3 KRT1/PPIANTC PPIA VIC-NFQ-MGB 37.400 Amg
alert when any target & || v
of n eg ative control KT PRANTC Negative Contro PRIA VICNFOMGS %869 Arg
yields a Cq value or
“ ” KAT1/PPIANTC VIC-NFQ-MG 8 L
h avean Am p am p GoTo Page Go | show| 500 v | of 8 Results

status.
\ /
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Result QC — Configurable Evaluation Based on Content

e Create a set of evaluation criteria for the data based on assay design or run objective

« System will apply criteria to the data automatically instead of visual inspection, reducing subjectivity and

errors

e Result QC can be setup in pre-run.

n Data Gallery > RTM Superplasmid Titration_P3_2019-04-03-101625.eds

General Target Ct Well Ct OC Alerts
“Lrve Oualty @ Resuts Oualty
RAasults Quality Alsrt Settings Y
Sample Type Target ® °
P— All Targats ®

/
Result QC isset to

alert when any target
of unknownyields a

Cqgvalue<0.8.
N q

Analysis Setting

Acceptance criteria for target All Tar|

Run Method Plate Setu

Sample Type
Unknown
Negative Cantrol

Qc Alerts

Aesult Quality

Samples

J

Run Summary Quality Check Standard Curve

A OC Alerts 24/24 wells ( 24 curves affected )

Amplification Piol - L3 -
Amplification Plot
00e+6 ./" =S
s
. /
3 P
A
#
0s /
15 72.LI
Cycle
]

Result Quality Issues + 1

Cq Valua ot

Cq Valu

Caq Val

Caq Value out of range

Caq Confidence out of
Ca Confidance out of r
Gq Confidence out of ran
Caq Confidence out of r
Ca Confidence out of r
Gaq Confiden

Cq Confidence out of ran

|

® He £ System -
Sample Type &
f range ki
Uninon
Uniknon
Jnknow
Ko
Unikno
Unlnows
f rang Inknoiwr
it of range Unknow
t of range Unknown
1 of range Unknon
t of range Unknown
t of range: Unknown
out of range Unknown
t ge Unknown
Show| 500 v | of 24 Results
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Annotation Options — To keep or not to keep

Omit specific curves in result table or entire well in plate grid.

Plate

Sample Type

Negative Control
Unknown

Qc Alerts

Rosult Qualy

Samples.

Targets

Clear all

» UX_multiplex_QC_2019-02-15.eds

Chy

A\ QC Alerts 8/8 wells | 8 curves affected )

Amplification Piot - Y

&

Amplification Plot

0300+ —
5 1 1 m 5 30 s w
Cycle

® A L :} ®c @ e

e ®c L
Multi Component Pt~ w 3 S ]

Multicomponent Plot
25007

150k~

Fluorescence

S0k =

ColorBy: | Sample

® GFAPPPPIANTC

Well#  Omits Sample ¢
Al GFAP/PPIA NTC
A3 KAT1/FRIA NTC
B KRT1/PPIANTC
E3 KRT1/PPIA NTC
a1 GFAP/PPIA NTC
@ KRT1/PRIANTC
Hi GFAP/PPIA NTC
( T_ 2 Go To Pags |E

@ KRT1UPPIANTC

Sample Type &

Negative Control

Negative Contral

Negaiva Contral

Negative Control

Nagative Control

Negatve Contral

Negalive Gontrol

Target &

PRIA

ERIA

PPRIA

PRIA

PRIA

FRIA

PPIA

I Omit Wells

Export Plate View

s Amp Status ¢ Curv
37.634 Amp
36,880 Amp

Amp
Amp

Undetermined Amp
Amp

38.338 Amp

Show| 500 | of 8 Results
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Annotation Options — To keep or not to keep

« Annotate the Cgand the amp status. Annotated results are highlighted in the
well table.

—_— .05t 83 e e i) Tip: Allimages can be downloaded
8 e cor s - Koin e o = sen sos - - i in PNG or SVG format.
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Export Options

« Option1: Exportthe result table from QC page WYISWYG incsv

* Option 2: Export plate data based on selected settings. Customize and store export settingsin
a libraryfor re-use. Support CSV, XLS, XLSX, TXT

» Option 3: Exportto standard RDML

< Export Plate x
xport Setting | Arnp Oy
Export Plate Rosuh  AmpifostonDaia v Mol CurveFaw  Mottcamponant el Cur Fosai
Wall ¢ Well Pos... Sampled  Targets  Task Reporter#  Quancher .. AmpSta.. Cq$ CqMean# CqConfi. €
Export Name UX_multiplex_QC_2019-02-15 A1 GRAPPP... | PPIA TG Ve NFOMGE | Amp o7.e3005..  O7.98501.. 083217, O
PP | GFAP T Fant el
File Format XLSX
"2 B Fant 8
Destination /Users/lamgn/Downloads a2 B i s Al 9 o
a3 KA KAT NTY Fant NFO-MGE Undster.
Export Setting A [ VIC WGE  Amg
Combined all repc AMP Only i il s =
M ]
Default Export Setting
LIMS Result Only
de Empty Wells | Include Omitted Wells Export Resuits
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